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Education
Feb 2019 PhD degree with Summa cum laude in Bioinformatics, Bioinfor-

matics approaches to study antibiotics resistance emergence across levels
of biological organization., Center for Bioinformatics, Faculty of Science,
University of Tübingen, Germany.

Nov 2013 MSc degree with Very Good in Macro-field of Study, Bioinfor-
matics ans Systems Biology, Faculty of Mathematics, Informatics and
Mechanics, University of Warsaw, Poland.

Sep 2011 BSc degree in Macro-field of Study, Bioinformatics and Systems
Biology, Faculty of Mathematics, Informatics and Mechanics, University of
Warsaw, Poland.

Employment
since Apr 2019 Postdoctoral researcher in Infectious Diseases, ValueDX project

in group of Prof. Evelina Tacconelli, University of Verona, Italy.
Sep 2013 - Mar 2019 PhD student in Algorithms for Bioinformatics group supervised

by Prof. Daniel Huson, Center for Bioinformatics Tübingen.
Sep 2013 - Jan 2019 PhD program International Max Planck Research School From

Molecules to Organisms, Max Planck Institute for Developmental Biology
and University of Tübingen, Germany.

14 Mar - 20 Apr 2016 Internship in Prof. Mihai Pop’s group, Center for Bioinformatics and
Computational Biology, University of Maryland, USA.

Jul – Sep 2012 Internship in Prof. Andrew J. McCammon’s group, University of
California San Diego, USA.

Jun 2011 - Sep 2013 Graduate student fellowship in the TEAM project, co-founded
by The Foundation for Polish Science at Biomolecular Machines
Laboratory, supervised by Prof. Joanna Trylska, Centre of New Tech-
nologies "Ochota", University of Warsaw, Poland.

2009 - 2010 Internship in Prof. Janusz Bujnicki’s group at Laboratory of Bioin-
formatics and Protein Engineering, International Institute of Molecular
and Cell Biology, Warsaw, RNA structure modeling.

Current projects
ValueDX Development of the clinical algorithm for diagnosis of the commu-

nity acquired respiratory-tract infections.
Meta-analysis Automatisation of meta-analysis..
ORCHESTRA A member of the coordinator team, delegated to the data collec-

tion and analysis (Work-Packages 2 and 7).
ENACT Impact of the SARS-CoV-2 infection and therapy on the human

gut microbiome..
CIK Assembly and comparison of the C. Koseri strains isolated from

outbreak in the Verona hospital NICU.
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